
Gain greater confidence in white blood cell (WBC) differentials through innovative data collection  
and analysis with VCS 360 technology, DataFusion and enhanced Coulter Principle. The DxH 900 
hematology analyzer enables laboratories to deliver WBC results with high efficiency and  
outstanding performance, facilitating abnormal cell detection without the need for additional  
modes or added cost.  

The DxH 900 hematology analyzer provides:   

›	� Reliable and reportable WBC differential results on the “first run” through  
VCS 360, DataFusion technology and the enhanced Coulter Principle—without the 
need for additional modes or reagents. 

›	� State-of-the art detection of abnormal cells

›	� Cellular morphology data for disease research in oncology, hematology, infections 
and anemia

Receive reliable and reportable WBC differential results on the “first run”  
with VCS 360 and DataFusion

›	� DxH 900 WBC differential technology utilizes thorough biophysical characterization  
of blood cells with five light-scatter angles, digital conductivity and enhanced  
Coulter Principle. Cells are not altered by stains or other chemical reactions and 
undergo near-native flow cytometric analysis for correct recognition and classification, 
even in very abnormal samples

›	� �Direct measurement of standard 5-part differential WBC subtypes without relying on 
calculations to count basophils

DxH 900 Hematology Analyzer  

RELIABLE, REPORTABLE WBC DIFFERENTIAL RESULTS  
THROUGH INNOVATIVE DATA COLLECTION AND ANALYSIS 

VCS 360, DataFusion and enhanced Coulter Principle technology



›	� WBC flagging, provided by DataFusion technology, enhances analysis and overall 
efficiency through data cross-referencing from multiple modules—differential, CBC  
and NRBC analysis

›	� Customizable flagging for disease and patient populations—such as pediatric, 
oncology and infection disease—supports patient care. Customers can choose the 
sensitivity level for the flags (e.g., “Left Shift,” “Imm Grans,” “Variant Lymphs”)

›	� Count extension up to 50,000 cells per sample helps to produce a reportable WBC 
differential for samples with lyse-resistant RBC 

›	� Extended counting time for samples with low WBC count—for example for patients on 
chemotherapy—to produce reportable results after first run for every sample without 
the need for additional modes

›	� �Optical WBC count* is available with the DxH 900 analyzer, providing an estimation of 
the patient's WBC count†1 for challenging samples with high degrees of interference 
and impedance-based WBC counts that are "R" flagged

›	� Auto-correction for results, including RBC, HGB, MCV, HCT, MCH, MCHC, RDW and 
RDW-SD,2 helps provide results for abnormal samples with high WBC counts, including 
infections and malignancy

Benefit from state-of-the-art detection of abnormal cells

›	� VCS 360 technology with DataFusion flags and pre-classify blast cells to help guide 
manual review (flags “Ly Blast,” “Ne Blast,” “Mo Blast”)

›	� �Research-use-only early granulated cells (EGC)* parameter for immature granulocytes 
detection is available. Research literature shows that EGC* in routine workflow may 
reduce the number of slide reviews up to 35%†3–5

›	� �DxH 900 technology provides detailed cellular analysis 
with cellular morphometric data (CMD). Customer–defined 
decision rules which can include 70 CMD parameters 
provide unlimited capabilities for advanced performance  
of abnormal cell detection.† There is no additional 
middleware needed to create decision rules for specific 
patient populations

›	� The DxH 900 has the capability to automatically rerun  
and incorporate additional tests from the system menu by 
using predefined decision rules, without the need for extra 
hardware or middleware 

RELIABLE, REPORTABLE WBC DIFFERENTIAL RESULTS THROUGH INNOVATIVE DATA COLLECTION AND ANALYSIS
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Gain access to cellular morphology data

›	� �Extensive peer-reviewed literature describes the power of cellular moprhology data for 
disease research in the following areas:

	 • Myelodysplastic syndrome*†6–9 

	 • Reactive versus malignant lymphocytosis*†7, 10

	 • Bacterial infection*†11–15

	 • Viral infection*†16–18

	 • Malaria and dengue*†19–23

	 • Megaloblastic anemia*†24–26

	 • Tuberculosis*†27

	 • Earlier stem cell harvesting time*†28–30

DxH 900 hematology analyzer: The right results, the first time 

The DxH 900 empowers hematology decisions through near native-state cellular 
characterization, ensures predictable costs through a 93% first-pass yield31 and maximizes 
staff time

Discover how DxH 900 delivers reliable, reportable WBC differential results through innovative 
data collection and analysis. Visit www.beckmancoulter.com/DxH900
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*For research use only. Not for use in diagnostic procedures.
†Establishing clinical utility requires validation through a controlled clinical trial.
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